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The Severe Fungal Disease Talaromycosis
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Ecology of Talaromycosis
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Risk Factors for Talaromycosis in Vietnam: A case-control study

« Case-control study of individuals with
advanced HIV disease across 2 major
hospitals in Vietham (n = 610), matched
ina 2:1 ratio

« Data on 13 pre-defined exposure
variables collected by face-to-face
guestionnaires

« Geographical mapping of cases and
controls

L. Brown, B. Jonat et al, in press EID (2025)

Characteristics All patients Cases Controls
(N =610) (N = 205) (N =405)

Age (years) 34 (31 -38) 33 (30 - 38) 34 (31-39)
Sex (male) 456 (74.8%) 154 (75.1%) 302 (74.6%)
CD4 (cells/uL) N =194 N = 66 N =128

16.5 (7.0 — 36.0) 9.0 (5.0-18.8) 25.5 (9.0 - 54.3)
Absolute Lymphocyte N = 585 N =197 N = 388
(cells/uL) 520 (300 — 750) 410 (230 — 600) 570 (380 - 810)
WHO stage N = 606 N = 204 N =402
1 3 (0.5%) 0 (0%) 3 (0.7%)*
2 16 (2.6%) 0 (0%) 16 (4.0%)*
3 146 (24.1%) 0 (0%) 146 (36.3%)*
4 441 (72.8%) 204 (100%) 237 (59.0%)
Inpatient 573 (93.9%) 205 (100%) 368 (90.9%)
Outpatient 37 (6.1%) 0 (0%) 37 (9.1%)

*All controls diagnosed with another Ol



Behavioral and exposure risk factors for talaromycosis

Exposure All Cases Controls Univariate effect Multivariate effect

Covariates (N=610) (N=205) (N=405) OR (95% CI), P-value OR (95% CI), P-value

Antiretroviral 250/610 72/205 178/405 0.68 (0.47 to 0.97), 0.75(0.501t0 1.13),

therapy (41.0) (35.1) (44.0) P=0.04 P=0A17

Fluconazole 61/596 15/198 46/398 0.59 (0.31 to 1.11), 0.68 (0.35 to 1.34),

prophylaxis (10.2) (7.6) (11.6) P=0.10 p =0.27

Cigarette smoking 413/610 130/205  283/405 0.65(0.42to 1.01), 0.71 (0.43 to 1.18),
(67.7) (63.4) (69.9) P=0.06 P=0.19

Injection drug use 232/610 71/205 161/405 0.79 (0.54 to 1.15), 0.85 (0.54 to 1.35),
(38.0) (34.6) (39.8) P=0.21 P =0.50

Outdoor occupation 263/610  100/205 163/405 1.23 (0.81 to 1.87),
(43.1) (48.8) (40.2) P =0.34

S| EepaEe 409/610 143/205  266/405 1.22 (0.851t0 1.75), 1.06 (0.69 to 1.63),
(67.0) (69.8) (65.7) P=0.29 P =0.80

Natural water 285/610 90/205 195/405 0.83 (0.58 to 1.19), 0.76 (0.51 to 1.13),

exposure (46.7) (43.9) 48.1) P=0.31 P=0.18

Tropical plant 218/610 90/205 128/405 1.84 (1.17 to 2.90),

exposure (35.7) (43.9) (31.6) P =0.008

Highland plant 49/610 25/205 24/405 1.71 (0.86 to 3.41),

exposure (8.0) (12.2) (5.9) P=0.13

Bamboo rat 6/610 3/205 3/405 2.00 (0.40 to0 9.91), 1.71 (0.33 to 8.87),

exposure (1.0) (1.5) (0.7) P=040 P=0.53

Farming animal 93/610 40/205 53/405 2.03 (1.18 to 3.49)

exposure (15.2) (19.5) (13.1) P =0.010

Domestic animal 170/610 57/205 113/405 1.01 (0.67 to 1.51) 1.39 (0.87 to 2.22)

Exposure (27.9) (27.8) (27.9) P=0.97 P=0.17

Raw animal 411/610  132/205  279/405 0.82 (0.57 to 1.18) 0.91 (0.60 to 1.37)

consumption (67.4) (64.4) (68.9) P=0.28 P =0.64

In our multivariable analysis,
Independent factors for
talaromycosis included:

1. Exposure to tropical
plants (rice, bamboo,
sugarcane)

2. Exposure to farmed
animals

L. Brown, B. Jonat et al, in press EID (2025)




Geographical risk factors for talaromycosis

Cases by Region
[Jo-6

Controls by Region
Jo-s

H7-12 Ml6-12
B 12-24 B 13 -69
Il 25 - 68 Bl 69 - 186

Case/Control Ratio
[Jo-o05

os5-15
Hli15-25

18

OR (95% CI), P-value

Region Number Number of Case to

of cases controls control ratio
Mekong 17 69 0.25
HCMC 60 185 0.32
Southeast 68 78 0.87
South Central Coast 6 5 1.20
Central Highlands 24 11 2.18

Reference category

1.31 (0.56-3.03); P=0.91
3.42 (1.44-8.10); P=0.001
8.76 (1.25-61.56); P = 0.02
11.36 (2.92-44.24), P < 0.0001

L. Brown, B. Jonat et al, in press review EID (2025)

Patients in the highland and surrounding
regions were significantly more likely to
develop talaromycosis than those residing
In the Mekong Delta or HCMC

In addition, patients with previous
residence or travel to these regions were

at increased risk
OR (95% CI): 3.15 (1.49 — 6.64), P = 0.003



I Pathogenesis of Talaromyces marneffei

errosoIized T. marneffei conidia are inhaled into
the lungs, causing acute upper and lower respiratory
tract infections inimmunocompetentand .-
immunocompromised hosts <
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Figure: L. Brown, T. Le et al (2025)
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Diagnostic Challenges

* Non-specific clinical features
that vary according to host
factors and overlap with other
Ols

« [nitiation of empirical therapy
IS not recommended due to
broad differentials, antifungal
drug duration and toxicity and
drug-drug interactions

Mortality increases from 25% to 50% with late diagnosis
Hu Y. et al, Mycopathologia (2013)



Diagnostic Challenges

Symptoms onset Giemsa stain of skin smear Culture
Up to 6 months Skin lesions absent in 50% Takes 5 — 28 days
Late-stage infection Sensitivity: 50% to 70% in blood

Late-stage infection

Mortality increases from 25% to 50% with late diagnosis

Hu Y. et al, Mycopathologia (2013)



Talaromycosis Diagnostics

DIRECT METHODS INDIRECT METHODS
Pathogen Detection Host-Based Detection
§§ @ QY
s
Microscopy Culture Genome Antigen Host IFN-gamma  Serology
Detection Detection  Transcriptomics Release IgG

Ease of detection

Time to Result: Weeks Days Hours Minutes




The Novel Diagnostic Pipeline
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Mplp antigen enzyme immunoassays (EIA)

enzyme
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Study

Thu
(2020)
Chen
(2022)

Gong
(2023)

Country
Southern

Vietnam
China

China

Kwok-Yung
Yuen, MD,
PhD

Cases /
Controls (n)
372 cases,
517 controls
93 cases,
190 controls

350 cases,
255 controls

Specimen  Sens
type (%)
Plasma, 86
urine
Serum 72
Serum 72

Spec
(%)
98

97

98



Mplp EIA prospective validation in hospitalized patients with AHD

Hospitalized patients with advanced HIV disease (CD4 <100)
(n = 533) Jan 2018 to July 2019

v

Cumulative incidence of culture-pos
Tm (n =81, 15.2%)

No Tm (n=452)

|
J J
During hospitalization After 6 months
(n=71/81, 87.7%) (n = 10)
— l [ i
TmAg (+) TmAg (-) TmAg (+) TmAg (+) TmAg (-)
(n=68) (n=3) (n=10) (n=16) (n=437)
Sensitivity 96.2% Specificity 96.7%
) = 78/81 (95% ClI: 88.7 — 99.0%) 4371452 (95% CI: 94.6 — 98.1%)

4 n

Ly VT, et al. Vietham J of Infect Dis (2023)



Serum Plasma / Urine \
. 4 4
k23
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e ¢ Cutott =022 Cutoff =0.23] [" oo o M= 041
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Cases Controls Cases Controls Cases Controls
n=77 n=449 n=80 n=452 n=74 n=408
Serum (n = 526) Plasma (n = 532) Urine (n = 482)
Tm No Tm Tm No Tm Tm No Tm
(n=77) (nh=449) ((=80) (n=452) | (h=74) (n=408)
TmAg Pos 68 11 12 15 69 6
TmAg Neg 9 438 8 437 5 402
Sensitivity 88.3% [79.0 —94.5]  90.0% [81.2—95.6] | 93.2% [84.9 — 97.8]
Specificity 97.6% [95.7 —98.8]  96.7% [94.6 — 98.1] | 98.5% [96.8 — 99.5]
PPV 86.1% [76.5—92.8]  82.8% [73.2-90.0] | 92.0% [83.4 — 97.0]
NPV 98.0% [96.2 — 99.1]  98.2% [96.5 — 99.2]

Ly VT, et al. Vietham J of Infect Dis (2023)

QS.S% [97.2 — 99.6]/




Mplp EIA performance when testing
plasma and urine together

Cases Controls Row Sum

(n=81) (n =452)
TmAg positive 78 15 (FP) 93
TmAg negative 3 (FN) 437 440
Column sum 81 452 533
Sensitivity 96.3% (95% CI 89.6— 99.2)
Specificity 96.7% (95% CI1 94.6 — 98.1)
Positive predictive value 83.9% (95% CI 74.8—90.7)
Negative predictive value 99.3% (95% CI 98.0 - 99.9)

Ly VT, et al. Vietham J of Infect Dis (2023)



Weeks

Mplp antigenemia precedes blood culture positivity by up to 16 weeks

Ly VT, et al. Vietham J of Infect Dis (2023)



Three point-of-care antigen tests
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The Mplp LFA

Sample preparation Principle of the Mp1p LFA

¢
or + &
Plasma Urine Diluent f e
(40 L) (40pL) (40 pL) > I
—Z 8 \
Control pad = N
Mixing of sample and diluent & } .
. ﬂ—‘\ Immobilized anti-mouse
V 1gG antibody
C /7 !
, > _\
y g N\
2 mL flat bottomed tube
' . Test pad V— 0o
Insertion of test strip and 2
incubation —\]—Immobilized
P S capture Ab
|

Conjugate pad

15 mins N / e
G ]— Mp1p antigen-Ab
> complex

S Interpretation of results

| | I |
= T T T
cH cH
—
Positive Negative Invalid

Figure: L. Brown, T. Le et al (2025)
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Sensitivity

Performance of IMMY Mplp LFA vs. Mplp EIA
(239 talaromycosis case and 160 control patients with AHD)

Plasma

Combined (Plasma/Urine)

—)

— Mplp LFA

Sensitivity: 91% (87% - 94%)
Specificity: 99% (96% - 100%)
— Mplp EIA

Sensitivity: 95% (91% - 97%)
Specificity: 98% (94% - 99%)

Urine
100 10(}/ e
80 80+
— Mplp LFA - — Mplp LFA -
601 Sensitivity: 81% (75%-85%) .= 001  Sensitivity: 88% (83% - 92%) g
Specificity: 99% (96% - 100%)  'Z Specificity: 99% (96% - 100%) 2
40- 3 40- A 407
— Mplp EIA — Mplp EIA
204  Sensitivity: 91% (87% - 94%) 201  Sensitivity: 90% (85% - 93%) 207
Specificity: 98% (94% - 99%) Specificity: 100% (98% - 100%)
O I I I I 1 O L] L) L) I 1 OO
0 20 40 60 80 100 0 20 40 60 80 100
1- Specificity 1 - Specificity
Sensitivity LFA vs EIA, P <0.001 Sensitivity LFA vs EIA, P = 0.27
Specificity LFA vs EIA, P = 0.37 Specificity LFA vs EIA, P = 1.00

20 40 60 80 100
1- Specificity

Sensitivity LFA vs EIA, P = 0.02
Specificity LFAvs EIA, P = 0.68

EIA (95%) > LFA (91%) >> blood culture (55%)

Thu NTM and Venugopalan S (in preparation)

National Institute of
Allergy and
Infectious Diseases



Figure: T. Le (2025)

Triple fungal screen-and-treat strategy In
advanced HIV disease

P : ) N
.
/E: \

Dissemination

Clinical

manifestations

of infection

Pre-emptive antifungal therapy

CD4 <100 or WHO stage 3 or 4 disease
Screen for TmAg, HAg, CrAg



Triple fungal and mycobacterial screening study flow

Figure 1. Study population and schema

» Adults with AHD (CD4 < 100 cells/mm?3 or WHO stage III/IV)
* Not on ART, on ART £ 3 months, OR on ART > 12 months
» Not on effective antifungal therapy for systemic mycoses

I
Cohort 1: Inpatients
(N =900)

Cohort 2: Outpatients

(N=500)

Conventional » Microscopy, UXpert sputum
diagnostics + Standard BACTEC and

MGIT cultures

Intensified fungal |[+ TmAg, HAg, CrAg tests
diagnostics « Myco/F lytic blood culture

diagnostics

Intensified « UXpert in blood and urine
mycobacterial ||+ Myco/F Iytic blood culture

Patient management:

national guidelines.

+ CrAg+ and HAg+ patients were treated per

« TmAg+ patients were treated only if evidence of
microscopy/histology/culture + talaromycosis
+ TB and NTM were treated per national guidelines

Cohort 1: Follow up monthly over 6 months

Primary outcomes:
1. Prevalence of fungal diseases

2. Prevalence of TB and NTM
3. Mortality by Ols

Cohort 2: Follow up monthly over 12 months

Figure: Vu Quoc Dat et al CROI (2024)

Cohort 2: Outpatients

Figure 2. Prevalence of three mycoses and mycobacterial

Cohort 1: Inpatients
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Note: Tm: Talaromycosis; Cn: Cryptococcosis, Hc: Histoplasmosis, TB: Tuberculosis,
NTM: non-tuberculosis mycobacteria



gPCR assays

1994 1998 2002 2003 2009 2016 2019 2024
Lobuglio: Vanittagakom: Vanittanakom: Hien: Li:
Conventional PCR szsf[e IPCR Nested PCR Real-time PCR Real-time PCR, 5.8S
Amplify ITS region Isolates Sezum MP1 gene Serum
Sens 68% (24/34) Plasma Sens 86% (31/36)
Sens 70% (19/27)
Vanittanakom: Prariyachatigul: Pornprasert: L Khanh et al-
Conventional PCR/ One-tube seminested 5.8s RNA qPCR Real-time PCR ann et a.
hybridization PCR Whole blood Serum V\?hSSI quICRd
isolates ini Sens 60% (12/20 Sensitivity 77% ole bloo
2 clinical samples ( ) (23/30) Sens 99% (101/102)
w/ fungemia
55.6% (20/36)

5.8S rDNA (SSU)
156 bp
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— | [ |
18S rDNA (SSU)
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] | | [ [ | =
28S rDNA (LSU)

3360 bp

500 bp

Variable Region targeted
for PYROSEQUENCING®

ITs1 Biotinylated primer

ITS2
150 bp

ITS1
138 bp

5.8S rDNA T

Figure: T. Le (2024)
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Optimization of the 5.8S qPCR assay
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DNA extraction by
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Whole blood (1mL)

Achieved highest analytical sensitivity to date (1 cell per mL)

Khanh, Brown et al Medical Mycology (2025)

NO cross-

reactivity
with 15
clinically-
related
species

N

Candida albicans
Candida tropicalis
Candida krusei

Candida parasilopsis
Aspergillus fumigatus
Aspergillus terreus
Aspergillus flavus
Cryptococcus neoformans
Histoplasma capsulatum
Penicillium chrysogenum
Penicillium aurantiogriseum
Penicillium citrinum
Penicillium crustosum
Penicillium expansum
Penicillium glabrum

Khanh, Ha My et al




Clinical evaluation of the 5.8S5 gPCR assay

Patients with
advanced HIV

(n=168)

Cases of culture-
proven
talaromycosis

(n=138)
I

Controls without
talaromycosis
(n=30)

Overall sensitivity = 88%
o In blood-culture-positive = 99%
o In blood-culture-negative = 56%

Overall specificity = 97%

'

Blood culture
negative
(n=36)

Blood culture
positive
(n=102)

(" Skin lesion culture )
positive
(n= 33)

Lymph node
culture positive
(n=3)

1.
. Cryptococcus (n = 5)

. PcP(n=5)

. Tuberculosis (n = 5)

. Bacterial sepsis (n = 5)
. Toxoplasmosis (n = 2)
. Viral hepatitis (n = 2)

. HSV(n=1)

ook WN

Other opportunistic infections
and invasive fungal diseases

Invasive candidiasis (n = 5)

~

Blood culture-
J positive cases

Further optimization:

» Higher volumes of whole blood
» Smaller elution volumes

» ddPCR

Khanh, Brown et al Medical Mycology (2025)

(n =102)
Blood culture-
negative cases
(n = 36)

Total cases

Blood culture
102 (100%)

5.8S gPCR
101 (99.0%)

95% Cl: 94.6 — 99.9%
20 (55.6%) -
95% Cl: 38.1 - 72%
121 (87.7%)
95% Cl: 80.7 - 92.5%

102 (73.9%)
95% Cl: 65.6 - 80.8%

P value

1.00

<0.01



Diag

nostic Algorithm for Talaromycosis

Suspect talaromycosis

» Subacute constitutional symptoms (fever,
fatigue, weight loss)

+ Reticuloendothelial involvement
(hepatosplenomegaly, lymphadencpathy,
cytopenia)

in immunocompromised individuals who reside or
have traveled to endemic regions presenting with:

N I

Conventional
microscopy and
culture methods

|

Non-culture
methods
(where available)

|

|

o Microscopy

o Blood culture ‘

‘ e Culture of other clinical specimens

o qPCR ‘ e Antigen

1. Skin lesion smear
and/or biopsy

2. Lymph node

3. Other specimens

Giemsa, GMS and/or
Wright staining

[

1. Standard automated
aerabic (5 days)

2. Selective fungal/
mycobacterial (42 days)

Confirmation by demonstration
of thermal dimorphism, MALDI-
TOF MS, or isolate sequencing

Where clinically indicated:
1. Skin lesion smear and/or biopsy
2. Lymph node
3. Bone marrow
4. Other specimens

SDA or YPD solid media, or selective fungal/
mycobacterial liquid media (42 days)

Confirmation by demonstration of thermal
dimorphism, MALDI-TOF MS, or isolate
sequencing

Primers specific to
5.8S or 18S region
of Tmarneffei rRNA

In =1 mL whole

T marneffeispecific fungal antigen
« MAb-Mp1p (EIA or LFA)
« MAb-4D1 (EIA or LFA)

In paired plasma/serum and urine

i Consider non-specific fungal

i antigen:

« Serum galactomannan

« Serum BDG

: where specific T. marneffei

i antigen tests are not available

blood

|

|

Positive by any
conventional
method and/or qPCR

|

Proven talaromycosis:
Initiate antifungal therapy
immediately

Negative by all
conventional methods
and PCR

Close observation.

Consider alternative
diagnosis

Figures: 1Brown et al under review at CID (2025)

i to guide further investigations

|

|

[+ ] Positive by - Negative by
T. marneffei-specific T. marneffei-specific

antigen test antigen test

Probable talaromycosis: Close observation.

Initiate antifungal therapy in patients with
a compatible clinical syndrome and at
least a positive urine antigen test.

All efforts should be made to confirm
the diagnosis by conventional culture,
microscopy or by qPCR.

Consider alternative

diagnosis




In vitro activity against T. marneffel

Fluconazole

ltraconazole

Voriconazole

Posaconazole

Isavuconazole

Terbinafine
5-FC

AmB*
Caspofungin

*Not correlated with clinical efficacy

Andulafungin

Micafungin

Olorofim Potent

Variable
Limited

Fosmanogepix

Oteseconazole

lFang et al (2021) + 2Tan et al (2022) Infect Drug Resist, 3Guo et al (2022) Chin Med J



Current Treatment Options for Talaromycosis

The NEW ENGLAND JOURNAL of MEDICINE

ORIGINAL ARTICLE ‘

A Trial of Itraconazole or Amphotericin B
for HIV-Associated Talaromycosis

Thuy Le, M.D., D.Phil., Nguyen Van Kinh, M.D., Ph.D., Ngo T.K. Cuc, M.D,,

DAmMB - highly potent but highly toxic
55% grade 3 AEs or higher

Le T et al NEJM (2017)

No. at risk
Amphotericin B
Itraconazole

Absolute risk of death

0.25
J

0.20
I

0.05
I

— Amphotericin B

ltraconazole

0.00
L

217
218

194
194

8 12 16 20
Weeks since randomization
189 187 187 185
189 185 179 174

24

165
147



Partial synergy between Amphotericin B and 5FC against
Tm in 60 clinical isolates

A B C
2 - o] 27 0 - TP
1 - o ° 1- 0 q
1 o)
0.5 0 ° 0.5 .
oy < 0.25- 0 o ] oo o . |
g 0.25- 0 * E (1251 - . 0 el Indifference
D 125- o 2 0063 . T e
O 0.063. o O 0.031 s O vooses
s S 0.016- % TR Y- P L N
0.031- % 0.003 .
0084 ° &
0.016- o 0.004. . Synergy
T T I T 0
AMB AMB + 5FC 5FC  5FC + AMB AMB + 5FC

alone alone

NN
/ SN
7SI

Vitsupakorn S, et al. Unpublished



Full synergy between Amphotericin B and 5FC against Tm
- time kill curve experiments

AMB

Log,o(CFUs/mL)

—e— Nodrug
J
E
=
7
e 025K
O
- 05x =g
—— 11X g,
—— 2x -

Al T
0 24 48 72
Time (Hours)

T
96

T
120

5FC

24

48 72
Time (Hours)

Vitsupakorn S, et al. Unpublished

96

0.25x AMB + 1x 5FC
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0 24 48 [t % 120 24 48 7 96
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0.25x AMB + 20x 5FC
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—— (.25 AMB
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NIH)

National Institute of
Allergy and
Infectious Diseases

AIM 2
Compare 5FC vs 5FC Placebo

LAmMB-FAST

Liposomal Amphotericin B - Flucytosine Antifungal Strategies for Talaromycosis

AIM 1

Compare LAmB vs DAmMB

10 mg/kg x 1 dose
Placebo Q6h x 14 d

DAmMB + 5FC placebo

0.7 mg/kg/d x 14 d
Placebo Q6h x 14 d

LAmB + 5FC

10 mg/kg x 1 dose +
25 mg/kg Q6h x 14 d

DAmMB + 5FC

0.7 mg/kg/d x 14 d +
25 mg/kg Q6h x 14 d

|

Primary outcome: Time to composite of death, Tm complications, drug
related AEs grade 3 or higher over 24 weeks

Secondary outcomes: 1) All cause mortality; 2) Early Fungicidal Activity
(EFA), 3) Hierarchical outcomes of mortality, Tm complications or AEs
grade 4, AEs grade 3, QOL utility score; 4) Serial blood Tm DNA and

antigen levels

dn mojjoJ syeem pz



When Is it safe to stop maintenance antifungal
therapy?

! | :
Viral load guided stopping CD4 guided stopping of
of Itraconazole ltraconazole

|

* Primary outcome: Incidence of relapse over 48 weeks
« Secondary outcomes: 1) Hierarchical outcomes of mortality, Tm
complications or AEs grade 4, AEs grade 3, QOL utility score

AIM 3
Compare Viral load vs CD4 strategy
‘_dn MOJJO) SYeeMm ng

National Institute of
Allergy and
Infectious Diseases
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Tropical Medicine Research Center for
Talaromycosis at Pham Ngoc Thach University
of Medicine, Ho Chi Minh City, Vietham

Ngo Thi Hoa, PhD

Nguyen Thanh Hiep, MD, PhD

Hanoi Medical University, Hanoi, Vietham
Vu Quoc Dat, MD PhD
Pham Hong Nhung, MD

Oxford University Clinical Research Unit,
Vietnam
Rogier van Doorn, MD PhD

US/Vietnam CDC

Tom Chiller, MD
Alexander Jordan, MPH
Dallas Smith, PharmD
Bui Thu Hien, MD
Nguyen Binh, MD

Tran M Than, MPH

Vietnam Administration of HIV/AIDS
Pham Thanh Huong, MD
Do Thi Nhan, MD

photericin B - Flucytosine Antifungal Strategies for Talaromycosis
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Jasper Chan, MD PhD
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National Hospital for Tropical Diseases, Hanoi,
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Dinh Van Trang, MD PhD
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Mahidol University, Siriraj Hospital, Bangkok,
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Maharat Nakhon Ratchasima Hospital,
Thailand
Rattagan Kajeekul, MD
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Linghua Li, MD PhD
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Cao Cunwei, MD PhD
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Fang Zhao, MD PhD
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Summary, insights, research directions

Diagnosis

Treatment

1.

gPCR and antigen assays offer
excellent rapid rule in and rule out
tests

Urine is an excellent sample for
antigen detection

There is the potential for antigen
and gPCR testing to be used to
prognosticate and follow treatment
response

Host-based diagnostics will
expand our understanding of
disease spectrum, identify people
at risk for disease reactivation
disease, and improve patient
management

1. Induction therapy:
« LAmMB-FAST trial
* Liposomal ampho B +/- 5FC
* Other antifungals?

2. Consolidation and maintenance:
STOP SHORT trial testing viral load
guided strategy
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